SRABinteracLng' rs28480494' chr22:36661148'C>T' rs141898256'(N106N)' rs146078613'(R112C)' rs142955744'(L266R)' rs151114491'(E355K)' G1,'rs73885319'(S342G)' rs16996616'(D337N)' rs185040686'(A394A)' chr22:36661738'C>G'(L286V)' Figure S2 . Genetic map of the targeted APOL1 region in HGDP populations. The different functional domains composing the APOL1 protein are coded as follows: hatching for the poreforming (p.M60-W235), dot for the membrane-addressing (p.A238-P304), and tartan for the SRA-interacting (p.A339-L398) domains. When no rs number is available in dbSNP (build 137), the chromosome position is indicated based on the GRCh37 human genome version. The amino-acid positions refer to isoform a (NP_003652, 398aa). The G1, G2 and G3 variants are labeled. For the sake of clarity, we truncated the last exon and did not represent the full 3'UTR.
A B Figure S3 . Global distribution of the G3 rs136176 variant. Each pie chart represents a population (for details, see Tables S1 and S2 Bantu South Africa n/a 0.00 0.00 0.00 0.00 0.00 7.14 35.71 0.00 21.43 0.00 0.00 7.14 7.14 0.00 Karitiana n/a 0.00 0.00 0.00 0.00 0.00 0.00 100.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Surui n/a 0.00 0.00 0.00 0.00 0.00 0.00 100.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
Piapoco and Curripaco n/a 0.00 0.00 0.00 0.00 0.00 0.00 100.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Maya n/a 0.00 2.38 2.38 0.00 0.00 0.00 95.24 0.00 0.00 0.00 0.00 2.38 2.38 2.38 Pima n/a 0.00 8. Brahui n/a 0.00 6.25 6.25 0.00 0.00 0.00 90.63 0.00 0.00 0.00 0.00 12.00 12.00 12.00
Burusho n/a 0.00 6.25 6.25 0.00 0.00 0.00 93.75 0.00 0.00 0.00 0. The reported allelic frequencies are reported for allele 1. n/a, not available. Biaka Pygmy 0.00 0.00 3.85 0.00 0.00 0.00 0.00 30.00 13.46 4.00 0.00 0.00 4.00 10.00 0.00
Mbuti Pygmy 0.00 0.00 3.85 0.00 0.00 0.00 0.00 37.50 7.69 0.00 0.00 0.00 0.00 3.85 0.00 Bantu 16.67 0.00 0.00 0.00 0.00 0.00 0.00 10.00 4.55 4.55 0.00 0.00 4.55 4.55 0.00 Luhya 1.69 0.00 0.00 n/a n/a n/a n/a 10.00 13.07 5.06 n/a n/a 5.43 7.07 0.00 San 30.00 8.33 0.00 0.00 0.00 0.00 0.00 8.33 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Yoruba 3.16 0.00 1.27 0.00 0.00 0.00 0.00 0.89 9.26 38.89 0.00 0.00 38.89 9.88 0.00 Mandenka 9.52 0.00 11.90 0.00 0.00 0.00 0.00 3.57 18.18 5.00 0.00 0.00 2.38 21.43 0.00
Bantu South Africa 0.00 0.00 0.00 0.00 0.00 0.00 0.00 8.33 28.57 7.14 0.00 0.00 0.00 21.43 0.00 Karitiana 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Surui 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
Piapoco and Curripaco 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Maya 0.00 0.00 2.38 0.00 0.00 0.00 0.00 2.38 2.38 0.00 0.00 0.00 0.00 0.00 0.00 Pima 0.00 0.00 0.00 0.00 0.00 0.00 0.00 14.29 0.00 0.00 0.00 0.00 0.00 0.00 0.00
Kidney international Limou et al. Supplementary Material
Cambodian 0.00 0.00 0.00 0.00 0.00 0.00 0.00 15.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Dai 0.00 0.00 0.00 0.00 0.00 0.00 0.00 15.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Daur 0.00 0.00 0.00 0.00 0.00 0.00 0.00 10.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Han 0.00 0.00 0.00 0.00 0.00 0.00 0.00 17.44 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Hezhen 0.00 0.00 0.00 0.00 0.00 0.00 0.00 5.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Lahu 0.00 0.00 0.00 0.00 0.00 0.00 0.00 12.50 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Miaozu 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Mongola 0.00 0.00 0.00 0.00 0.00 0.00 0.00 30.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Naxi 0.00 0.00 0.00 0.00 0.00 0.00 0.00 16.67 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Oroqen 0.00 0.00 0.00 0.00 0.00 0.00 0.00 5.56 0.00 0.00 0.00 0.00 0.00 0.00 0.00 She 0.00 0.00 0.00 0.00 0.00 0.00 0.00 25.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Tu 0.00 0.00 0.00 0.00 0.00 0.00 0.00 25.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Tujia 0.00 0.00 0.00 0.00 0.00 0.00 0.00 22.22 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Xibo 0.00 0.00 0.00 0.00 0.00 0.00 0.00 16.67 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Yizu 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Japanese 0.00 0.00 0.00 0.00 0.00 0.00 0.00 18.33 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Yakut 0.00 0.00 0.00 0.00 0.00 0.00 0.00 20.83 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Uygur 0.00 0.00 0.00 0.00 0.00 0.00 0.00 20.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Balochi 0.00 0.00 0.00 0.00 0.00 0.00 0.00 26.09 0.00 0.00 0.00 0.00 0.00 2.08 0.00 Brahui 0.00 4.00 0.00 0.00 0.00 0.00 0.00 12.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Burusho 0.00 0.00 0.00 0.00 0.00 0.00 0.00 8.00 4.00 0.00 0.00 0.00 0.00 0.00 0.00 Hazara 0.00 0.00 0.00 0.00 0.00 0.00 0.00 26.09 0.00 0.00 0.00 2.17 0.00 0.00 0.00 Kalash 0.00 0.00 0.00 2.17 0.00 0.00 0.00 43.48 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Makrani 0.00 0.00 0.00 0.00 0.00 0.00 0.00 18.00 2.00 0.00 0.00 0.00 0.00 0.00 0.00 Pathan 0.00 0.00 0.00 0.00 0.00 0.00 0.00 15.22 2.00 0.00 0.00 2.08 0.00 0.00 0.00 Sindhi 0.00 0.00 0.00 0.00 0.00 0.00 0.00 16.67 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Druze (Carmel) 0.00 0.00 0.00 0.00 0.00 0.00 0.00 17.86 0.00 0.00 0.00 0.00 0.00 0.00 0.00
Palestinian (Central) 0.00 0.00 0.00 0.00 0.00 0.00 0.00 6.25 1.09 0.00 0.00 0.00 0.00 0.00 0.00 Supplementary Material Bedouin (Negev) 0.00 0.00 0.00 0.00 0.00 0.00 0.00 11.76 10.64 0.00 0.00 0.00 0.00 0.00 0.00 Basque 0.00 0.00 0.00 0.00 0.00 0.00 0.00 11.36 0.00 0.00 0.00 0.00 0.00 0.00 0.00 French 0.00 0.00 0.00 0.00 0.00 0.00 0.00 17.86 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Sardinian 0.00 0.00 0.00 0.00 0.00 0.00 0.00 26.92 1.79 0.00 0.00 0.00 0.00 0.00 0.00 Tuscan 0.00 0.00 0.00 0.00 0.00 0.00 0.00 37.50 0.00 0.00 0.00 0.00 0.00 0.00 0.00
Bergamo (North) 0.00 0.00 0.00 0.00 0.00 0.00 0.00 15.38 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Orcadian 0.00 0.00 0.00 0.00 0.00 0.00 0.00 20.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
Adygei (Caucasus) 0.00 0.00 0.00 0.00 0.00 0.00 0.00 11.76 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Russian 0.00 2.00 0.00 2.00 0.00 0.00 0.00 16.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 NAN Melanesian 0.00 0.00 0.00 0.00 0.00 0.00 0.00 10.71 0.00 0.00 0.00 0.00 0.00 0.00 0.00 Papuan 0.00 0.00 0.00 0.00 0.00 0.00 0.00 2.94 0.00 0.00 0.00 0.00 0.00 0.00 0.00 The G1, G2 and G3 tagging alleles are highlighted in red. The dashed line separates the common (Freq.>1%) and the rare haplotypes. Chr., chromosome; Freq., frequency; D, deletion; I, insertion. 
